
Supplemental Methods 
Bone marrow preparation 
Bone marrow was harvested by flushing trimmed tibiae with approximately 5 ml per bone of Hank’s buffered 
saline solution (Gibco-Life Technologies) with 2% fetal bovine serum (Gibco-ThermoFisher) and 1% HEPES 
buffer (Gibco-ThermoFisher). The bone marrow suspension was filtered through a 40-um nylon cell strainer 
(Falcon-Corning). Cells were counted on a Cellometer (Nexcelcom) at 1:2 dilution in AOPI stain. Bone marrow 
cells were stained and analyzed on a LSRII flow cytometer (BD Biosciences). 
 
Staining for flow cytometry 
Cells were stained with antibody mixes at concentration 1:100 for each surface marker in Hank’s buffered 
saline solution with 2% fetal bovine serum and 1% HEPES buffer. Multicolor flow cytometry was performed on 
LSRII cell analyzers (BD Biosciences). Analysis of flow data was performed using FlowJo (FlowJo, LLC). 
 
Cell markers used for flow cytometry identification of cell populations: 
Hematopoietic cells in bone 
marrow 

Markers Lineage combination 

LSK Lin-Sca1+cKit+ Gr1+B220+CD4+CD8+Ter119+ 
Hematopoietic stem cells LSK CD150+CD48-Flk2-CD34- Gr1+B220+CD4+CD8+Ter119+ 
Multipotent progenitors 1 
(MPP1) 

LSK CD150+CD48-Flk2-CD34+ Gr1+B220+CD4+CD8+Ter119+ 

Multipotent progenitors 2 
(MPP2) 

LSK CD150+CD48+ Gr1+B220+CD4+CD8+Ter119+ 

Multipotent progenitors 3 
(MPP3) 

LSK CD150-CD48+Flk2-CD34+ Gr1+B220+CD4+CD8+Ter119+ 

Multipotent progenitors 4 
(MPP4) 

LSK CD150-CD48+Flk2+ CD34+ Gr1+B220+CD4+CD8+Ter119+ 

Granulocytes CD4-CD8-B220-CD11b+Gr1+F4/80-SSCmid N/A 
 
Antibody clones and fluorophore conjugates used for flow cytometry: 
Biomarker Clone Conjugate Manufacturer 
B220 (CD45R) RA3-6B2 eFluor-450 

FITC 
PECy5 
PECy7 

eBioscience 

CD4 GK1.5 eFluor-450 
FITC 
PE 
PECy5 

eBioscience 

CD8 53-6.7 eFluor-540 
FITC 
PECy5 

eBioscience 

CD11b (Mac1) M1/70 PECy7 eBioscience 
CD34 RAM34 FITC eBioscience 
CD45.1 A20 PacBlue BioLegend 
CD45.2 104 BV605 BioLegend 
CD48 HM48-1 APC eBioscience 
CD117 (cKit) 2B8 APC-eFluor780 eBioscience 
CD135 (Flk2) A2F10 PE eBioscience 
CD150 mShad150 APC 

PECy7 
eBioscience 

F4/80 BM8 FITC eBioscience 
Gr1 (Ly6C-G) RB6-8C5 APC 

PECy5 
PECy7 

eBioscience 

Sca1 (Ly6A/E) D7 Pacific blue BioLegend 



Ter119 Ter-119 PECy5 eBioscience 
 
Desaminotyrosine treatment 
Antibiotic-treated mice were treated with DAT (20 mmol) by oral gavage every 2-3 days on days 7 to 14 of 
antibiotic treatment before analysis on day 14. 
 
16s rRNA qPCR 
Fecal pellets were collected from 3 mice per group and stored at -80 degrees Celsius. SYBR green (Biorad) 
quantitative PCR for 16S was performed with primers for 16s rRNA gene on DNA extracted from mouse fecal 
pellets using the DNeasy PowerSoil Kit (Qiagen) according to manufacturer’s protocol. A plasmid containing 
the 16s rRNA gene from Blautia was used to produce the standard curve for calculating gene copy number. 
qPCR was performed with the Roche Lightcycler 96 (Roche). 
 
Quantitative PCR primers 
Gene Forward primer Reverse primer Source 
Ifitm3 TTCAGTGCTGCCTTTGCTC CCTTGATTCTTTCGTAGTTTGGGG Melody et al., 2016, 

JEM 
Irf2 AGAAGAGAGAGTTAAGCACATCAAGCA TTATAGCTGAAGTCAGGACCGCATACT Masumi et al., 2009, 

FEBS Letters 
Isg15 GGAACGAAAGGGGCCACAGCA CCTCCATGGGCCTTCCCTCGA Dai et al., 2011, 

Virology Journal 
Stat1 CTGAATATTTCCCTCCTGGG TCCCGTACAGATGTCCATGAT Shaul et al., 2010, 

Diabetes 
18s GTAACCCGTTGAACCCCATT CCATCCAATCGGTAGTAGCG  
16s ACTCCTACGGGAGGCAGCAGT TATTACCGCGGCTGCTGGC Clifford et al., 2012, 

PLOS ONE 
 
Fecal pellet collection for metabolomics 
Mice were restrained by hand and an individual fecal pellet was directed into a 1.5 ml tube. The fecal pellet 
was immediately snap frozen in a dry ice/ethanol bath and stored at -80°C. 
 
Serum collection for metabolomics 
Blood was collected from mice via cardiac puncture and transferred to a BD Microtainer SST (BD). The tubes 
were spun down at 1000 xg for 30 minutes and the collected serum was stored at -80°C. 
 
Complete blood counts 
Blood was collected with a cardiac puncture with a 25 5/8G needle and syringe or retro-orbitally with 
heparinized Microhematocrit capillary tubes (Fisherbrand) and blood was analyzed using a scil Vet abc 
hematology analyzer (scil animal care company) or Advia 120 automated hematology system (Siemens). 
 
Polar metabolite profiling by LC/IC-MS 
To determine the relative abundance of polar metabolites in mouse stool samples, extracts were prepared and 
analyzed by ultra-high resolution mass spectrometry (HRMS). Mouse fecal pellets were snap frozen with liquid 
nitrogen, pre-pulverized, then homogenized in 1 mL ice-cold 80/20 (v/v) methanol/water using a Precellys 
Tissue Homogenizer. Metabolite extracts were centrifuged at 17,000 g for 5 min at 4°C, and supernatants were 
transferred to clean tubes, followed by evaporation to dryness under nitrogen. 
 
To determine the relative abundance of polar metabolites in mouse serum samples, extracts were prepared 
and analyzed by ultra-high resolution mass spectrometry (HRMS). Mouse serum was thawed on ice, then 1 mL 
ice-cold 80/20 (v/v) methanol/water was added to 20 μL of mouse serum sample for polar metabolite 
extraction. Samples were vortexed for 2 min, centrifuged at 17,000 g for 5 min at 4°C, and supernatants were 
transferred to clean tubes, followed by evaporation to dryness under nitrogen. 
 
Dried extracts were reconstituted in deionized water, and 5 μL was injected for analysis by ion chromatography 
(IC)-MS. IC mobile phase A (MPA; weak) was water, and mobile phase B (MPB; strong) was water containing 
100 mM KOH. A Thermo Scientific Dionex ICS-5000+ system included a Thermo IonPac AS11 column (4 µm 
particle size, 250 x 2 mm) with column compartment kept at 30°C. The autosampler tray was chilled to 4°C. 



The mobile phase flow rate was 360 µL/min, and the gradient elution program was: 0-5 min, 1% MPB; 5-25 
min, 1-35% MPB; 25-39 min, 35-99% MPB; 39-49 min, 99% MPB; 49-50, 99-1% MPB. The total run time was 
50 min. To assist the desolvation for better sensitivity, methanol was delivered by an external pump and 
combined with the eluent via a low dead volume mixing tee. Data were acquired using a Thermo Orbitrap 
Fusion Tribrid Mass Spectrometer under ESI negative ionization mode at a resolution of 240,000. 
 
For HILIC analysis, samples were diluted in 90/10 acetonitrile/water containing 0.1% formic acid, then 10 μL 
was injected for analysis by liquid chromatography (LC)-MS. LC mobile phase A (MPA) was 95/5 (v/v) 
water/acetonitrile containing 20mM ammonium acetate and 20 mM ammonium hydroxide (pH~9), and mobile 
phase B (MPB) was acetonitrile. The LC system was a Thermo Vanquish with Xbridge BEH amide column (3.5 
µm particle size, 100 x 4.6 mm; Waters Corp.) with column compartment kept at 30°C. The autosampler tray 
was chilled to 4°C. The mobile phase flow rate was 300 µL/min, and the gradient elution program was: 0-3 min, 
85% MPB; 3-10 min, 85-30% MPB; 10-20 min, 30-2% MPB; 20-25 min, 2% MPB; 26-30 min, 2-85% MPB. The 
total run time was 30 min. Data were acquired using a Thermo Orbitrap Fusion Tribrid Mass Spectrometer 
under ESI positive and negative ionization mode at a resolution of 240,000. 
 
Raw data files were imported to Thermo Trace Finder and Compound Discoverer software for spectrum 
database analysis. The relative abundance of each metabolite was normalized by total peak intensity. 
 
Lipidomics 
Ethanol, pre-cooled to -80°C, was added to murine fecal pellets at a ratio of 10 µL of absolute ethanol to 1 mg 
of fecal material. Samples were homogenized using a Precellys homogenizer, then 50 µL (equivalent to 5 mg 
of fecal material) of each homogenate was transferred to a Simport tube pre-washed with methanol. To each 
sample 5 µL of Avanti SPLASH® LIPIDOMIX® Mass Spec Standard (330707) in methanol, 3 µL of 10 mM 
butylated hydroxytoluene in methanol, and 242 µL of -80 °C ethanol was added. The tubes were vortexed 5 
min, then centrifuged at 4°C for 10 min at 17,000 g. The supernatants were then transferred to a Phenomenex 
Impact Protein Precipitation Plate (CE0-7565) and filtered through using a vacuum manifold. The pellets, 
resulting from centrifugation, were re-extracted with 300 µL of ethanol and the supernatants were once again 
passed through the protein precipitation plate. The plate wells were then rinsed with 200 µL of ethanol to elute 
residual lipids. The lipid extracts were transferred to new Simport tubes, pre-washed with methanol, and 200 
µL of ethanol was used to wash the collection wells of the plate. The wash solutions were combined with the 
extracts and a centrifugal vacuum concentrator was used to dry the samples. 
 
Ethanol containing 1% 10 mM butylated hydroxytoluene in methanol, and 2% Avanti SPLASH® LIPIDOMIX® 
Mass Spec Standard (330707) in methanol, pre-cooled to -80°C, was added to mouse serum at a ratio of 9 µL 
of absolute ethanol to 1 µL of serum. The tubes were vortexed 10 min, then centrifuged at 4°C for 15 min at 
17,000 g. The supernatants were then collected for LCMS analysis.  
 
Reverse Phase Liquid Chromatography 
Dried samples from were reconstituted in 100 µL ethanol. The injection volume was 15 µL. The injection 
volume for serum was 10 µL. Mobile phase A (MPA) was 40:60 acetonitrile:0.1 % formic acid in 10 mM 
ammonium acetate. Mobile phase B (MPB) was 90:8:2 isopropanol:acetonitrile:0.1 % formic acid in 10 mM 
ammonium acetate. The chromatographic method included a Thermo Fisher Scientific Accucore C30 column 
(2.6 µm, 150 x 2.1 mm) maintained at 40 °C, autosampler tray chilling at 8 °C, a mobile phase flowrate of 
0.200 mL/min, and a gradient elution program as follows: 0-7 min, 20-55% MPB; 7-8 min, 55-65% MPB; 8-12 
min, 65% MPB; 12-30 min, 65-70% MPB; 30-31 min, 70-88% MPB; 31-51 min, 88-95% MPB; 51-53 min, 95-
100% MPB; 53-60 min, 100% MPB; 60-60.1 min 100-20% MPB; 60.1-70 min, 20% MPB. 
 
Mass Spectrometry 
A Thermo Fisher Scientific Orbitrap Fusion Lumos Tribrid mass spectrometer with heated electrospray 
ionization source was operated in data dependent acquisition mode, in both positive and negative ionization 
modes, with scan ranges of 150 – 700 and 675 – 1500 m/z for the stool and 150 – 877 and 825– 1500 m/z for 
serum. An Orbitrap resolution of 120,000 (FWHM) was used for MS1 acquisition and a spray voltages of 3,600 
and -2900 V were used for positive and negative ionization modes, respectively. Vaporizer and ion transfer 
tube temperatures were set at 275 and 300 °C, respectively. The sheath, auxiliary and sweep gas pressures 
were 35, 7, and 0 (arbitrary units), respectively. For MS2 and MS3 fragmentation a hybridized HCD/CID 



approach was used. Each sample was analyzed using 4 x 10 µL injections making use of the two 
aforementioned scan ranges, in both ionization modes. Data were analyzed using Thermo Scientific 
LipidSearch software (version 4.2.23) and R scripts written in house. 
  



     

ABX cocktail: 
Vancomycin 
Neomycin 
Ampicillin 
Metronidazole 
(VNAM) 
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Supplemental Figure 1. (A) General experimental design of antibiotic treatment. (B) Specific progenitor 
populations were also quantified from Cre-negative Stat1fl/fl mice. Bone marrow populations (Lin-Sca+cKit+, 
LSK) were quantified from (C) Villin-Cre;Stat1fl/fl and (D) LepR-Cre;Stat1fl/fl after two weeks with or without 
VNAM by flow cytometry. (E) LSK populations were quantified from mice with or without STAT1 signaling in 
Vav-iCre;Stat1fl/fl mice after two weeks with or without VNAM by flow cytometry. (F) Gating strategies for flow 
cytometry of transplanted whole bone marrow. Results are (B, D, E) compiled from 2-4 independent 
experiments (B & E) (n= 6-10 per group) or (D) (n= 5-8) or (C) representative of 3 independent experiments 
(n=3). Graphs show mean ± SEM, with statistical significance determined by (B) Mann-Whitney test or (C - E) 
two-way ANOVA with Sidak’s multiple comparisons test. *p<0.05 **p<0.01 ****p<0.0001 n.s. not significant 
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Supplemental Figure 2. (A) Experimental schematic of administration of DAT to antibiotic treated 
mice. Bone marrow (B) granulocytes and (C) progenitors were quantified from mice treated with 
VNAM and oral gavage of DAT (20 mmol). Results are representative of (B & C) 2 independent 
experiments (n=3-4 per group). (B-C) Graphs show mean ± SEM, with statistical significance 
determined by one-way ANOVA with Tukey’s correction for multiple comparisons. *p<0.05 **p<0.01 
***p<0.001 n.s. not significant 



  

0

10

20

30

40

G
ra

nu
lo

cy
te

s
(%

 B
on

e 
M

ar
ro

w
)

VNAM

NOD1L

- +
-
-

-
-

-
-
-

+
+
-

+

+
-

+
-
-

+
+
-

+

+
-

WT Stat1-/-

NOD2 agonist

***
**

*
*

****
n.s.n.s.

n.s.

Con
tro

l

NOD1L
0

5

10

15

20

25

30

G
ra

nu
lo

cy
te

s 
(%

 B
on

e 
M

ar
ro

w
)

n.s.

Con
tro

l

NOD1L
0

50000

100000

150000

200000

G
ra

nu
lo

cy
te

s 
(c

el
ls

/b
on

e)

n.s.

B 

A 

D C 

no
 V

NAM

VNAM
 o

nly

VNAM
 +

 N
OD1L

0

2

4

6

8

16
s 

rR
N

A
Lo

g1
0 

(c
op

ie
s/

ng
 s

to
ol

) Pre-VNAM

Post-VNAM

Supplemental Figure 3. (A) Bone marrow granulocytes were measured from WT or Stat1-/- mice that 
received either 2 weeks of mock-treatment or VNAM as well as NOD1L (100 ug) or NOD2 agonist (300 ug) 
as control on the second week every 2-3 days. (B) 16s rRNA qPCR quantification from fecal pellets 
collected before and after 2 weeks of VNAM treatment or mock-treatment as well NOD1L. Fecal pellets were 
collected from a sampling of the mice from each group and pooled per group. The 16s rRNA gene from 
Blautia in a plasmid was used as the standard. Bone marrow granulocytes (C) percentage and (D) absolute 
numbers were quantified from control mice on two weeks of Kool-Aid water or NOD1L treated mice where 
NOD1L (100ug) was given every 2-3 days during the second week of Kool-Aid water. Results are 
representative of (A) 3 independent experiments (n= 4-6 per group), (B) 1 independent experiment (n= 3 
technical replicates per group), or (C & D) 2 independent experiments (n= 4 per group). Graphs show mean 
± SEM, with statistical significance determined by (A) two-way ANOVA with Sidak’s multiple comparisons 
test or (C & D) Student’s t-test. n.s. not significant 
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2-Hydroxyglutarate
(2R)-2-Hydroxy-3-(phosphonatooxy)propanoate
2-Phospho-D-glyceric acid
Succinic acid
N-Acetylglutamic acid
N-Acetylneuraminic acid
Uridine diphosphate-N-acetylglucosamine
Ribose 1-phosphate
D-Ribose 5-phosphate
Uridine 5-monophosphate
Beta-D-Glucose 6-phosphate
Fructose 6-phosphate
Cytidine monophosphate
L-Lactic acid
Uridine diphosphate-N-acetylgalactosamine
Valeric Acid
5-Thymidylic acid
Mannose 6-phosphate
Glycerol 3-phosphate
L-Malic acid
Adenosine monophosphate
Fumaric acid
dCMP
Galactose 1-phosphate
dTDP
Phosphoenolpyruvic acid
dCDP
D-Sedoheptulose 7-phosphate
Maleic acid
Guanosine monophosphate
Cysteic acid
N-Acetyl-D-Glucosamine 6-Phosphate
2-Propylglutaric acid
Oxalic acid
N-Acetyl-L-aspartic acid
Phosphoric acid
Cyclic AMP
Orotic acid
D-Glucose[13C06]
Fructose 1,6-bisphosphate
dCTP
D-Mannose 1-phosphate
2-Methylglutaric acid
Ureidosuccinic acid
2-Ketobutyric acid
2,3-Diphosphoglyceric acid
Glycerylphosphorylethanolamine
Phosphocreatine
CDP
Fructose 1-phosphate
Pyridoxal 5-phosphate
Flavin Mononucleotide
Uridine triphosphate
dUMP
2-Aminomuconic acid
ADP
Uridine 5-diphosphate
Deoxyribose 5-phosphate
2-Hydroxybutyric acid
Glutaric acid
Beta-Citryl-L-glutamic acid
Inosinic acid
1-Pyrroline-2-carboxylic acid
Glyceric acid
AICAR
dGTP
6-Phosphogluconic acid
5-Phosphoribosyl-N-formylglycinamide
D-Glucuronic acid 1-phosphate
Guanosine diphosphate
Adenosine triphosphate
cis-Aconitic acid
L-Acetylcarnitine
Butyric acid
L-Dihydroorotic acid
NADH
Cytidine monophosphate N-acetylneuraminic acid
Glucose 1-phosphate
3-Hydroxybutyric acid
N-Formyl-L-methionine
Taurine
Sulfate
L-4-Hydroxyglutamate semialdehyde
Gamma Glutamylglutamic acid
Hydroxypropanedioic acid
3-Sul��noalanine
Citric acid
Arabinonic acid
Acetylcysteine
L-beta-aspartyl-L-glutamic acid
Homocysteinesul��nic acid
Ribonic acid
Pantothenic acid
Pyruvic acid
5-L-Glutamyl-taurine
Isocitric acid
Malonic acid
5-L-Glutamyl-L-alanine
Phloretic Acid
Uric acid
Orotidine
D-Glucose
Phenylpyruvic acid
Pyroglutamic acid
2-Aminomuconic acid semialdehyde
N-Acetyl-glucosamine 1-phosphate
N-acetyl-alpha-D-galactosamine 1-phosphate
Uridine
Ketoleucine
Oxoglutaric acid
Succinic acid semialdehyde
Threonic acid
3-Hydroxymethylglutaric acid
Galacturonic acid
Gluconic acid
3-Dehydro-L-gulonate
D-Glucuronic acid
D-Glucaric acid
Glucaric acid
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N-Desmethyl tapentadol.2
(R)-N-Methylsalsolinol.1
L-1,2,3,4-Tetrahydro-beta-carboline-3-carboxylic acid
N-Ornithyl-L-taurine
L-Arginine
Pipecolic acid
L-Lysine
[Similar to: 17beta-Trenbolone]
[Similar to: NP-021116].1
Minoxidil
Phenmetrazine.1
(R)-Amphetamine
Venoterpine.1
[Similar to: (1S,8S,9S,10S,13R)-6,9,10-trimethyl-2-oxo-4,14-dioxatetracyclo[]tetradeca-3(7),5-dien-8-yl acetate]
Cyprodenate
1,8-Diazabicyclo [5.4.0]undec-7-ene
L(-)-Nicotine
Alprenolol
N,N-Dimethylaniline
2,6-Diisopropyl-3-methylphenol
Linalyl propionate.1
Tris(2-butoxyethyl) phosphate
Bis(2-ethylhexyl) amine
N-Desmethyl tapentadol
Tianeptine
Melphalan
2-Keto-6-acetamidocaproate.1
Palmitoleoyl Ethanolamide.1
Palmitoleoyl Ethanolamide
Sphingosine
Oleamide
Oleamide.1
Sphingosine.1
Stearoylethanolamide
N-Hexadecanoylpyrrolidine
Stearoylethanolamide.1
Urocanic acid
3-Dehydroxycarnitine
DL-2-Aminooctanoic acid
Cytosine
6-Methyladenine
4-Hydroxystyrene
Glycylproline
Erucamide
Cholest-4-en-3-one
N-Acetylputrescine
2,5-Dihydro-2,4,5-trimethyloxazole
Pregnanetriol
N-Oleoylethanolamine
Citrulline
L-(+)-Citrulline
3-Amino-2-piperidone.1
Sphingosine.2
N-(3-Methylbutyl)acetamide
[Similar to: 5-methyl-4-{[(2S,3R,4S,5S,6R)-3,4,5-trihydroxy-6-(hydroxymethyl)oxan-2-yl]oxy}-2H-chromen-2-one; ?Mass: 38.2130 Da]
NP-020112
Methylpyrazine.3
L-isoleucyl-L-proline.1
L-isoleucyl-L-proline.3
Pirbuterol
Pirbuterol.1
Biochanin.1
3,3,7-Trihydroxy-4-methoxy��avone
3,7-Dimethylquercetin.1
Vorinostat.1
Vorinostat
3,7-Dimethylquercetin
Saccharopine
Herniarin
Genistein.1
Apigenin 7-sulfate
Daidzein
Biochanin
[Similar to: NP-021116]
[Similar to: (2S,3R,4S,5S,6R)-2-{[(2R,3R,4S,5S,6R)-4,5-dihydroxy-2-[(3-hydroxy-6-methylheptyl)oxy]-6-(hydroxymethyl)oxan-3-yl]oxy}-6-(hydroxymethyl)oxane-3,4,5-triol]
[Similar to: 1-(2-methyl-6-{[(2S,3R,4S,5S,6R)-3,4,5-trihydroxy-6-(hydroxymethyl)oxan-2-yl]oxy}phenyl)ethan-1-one]
[Similar to: (4aS,5R,6S)-6-{[(2S,3R,4S,5S,6R)-6-({[(2R,3R,4R)-3,4-dihydroxy-4-(hydroxymethyl)oxolan-2-yl]oxy}methyl)-3,4,5-trihydroxyoxan-2-yl]oxy}-5-ethenyl-1H,3H,4H,4aH,5H,6H-pyrano[3,4-c]pyran-1-one]
Asymmetric dimethylarginine
Tertatolol
4-(dimethylamino)-1,1-diphenylbut-3-en-2-one
S-adenosyl-L-methioninate
L-Proline.1
3-Amino-2-piperidone
L-isoleucyl-L-proline.2
L-isoleucyl-L-proline
Fluvoxamine
N-lactoyl-Glycine
Gamma Glutamylglutamic acid
Genistein
Taurine
Taurocholic acid
Creatinine.1
Creatine
Uracil.1
7-Methylguanine
Ergocalciferol
N6-Acetyl-L-lysine.1
Betaine.1
L-Proline.2
L-Proline
L-Threonine
N-a-Acetyl-L-arginine
Methyl palmitate
Tryptamine
Dethiobiotin
L-Histidine
Glutamylphenylalanine
Cysteine-S-sulfate
(3R,5S)-1-pyrroline-3-hydroxy-5-carboxylic Acid
L-Glutamine
L-Tyrosine
Benzoic acid
N-Acetylarylamine
[Similar to: PEG n8]
N-Undecanoylglycine
PEG n12
Netilmicin
PEG n11
Netilmicin.1
Creatinine
(2E)-N-(4-acetamidobutyl)-3-(4-hydroxy-3-methoxyphenyl)prop-2-enamide
N-Methylnicotinamide
Methylpyrazine.2
Neurine.1
N-Acetylhistamine
NP-016455.1
keratan sulfate
4-Isopropylbenzoic acid
5-Methylcytosine
Osmundalin
1H-Indole-3-carboxaldehyde.1
7-Methylguanine.1
O-decanoyl-L-carnitine
Pipemidic acid
4-Fluoro-?-pyrrolidinobutiophenone
Benztropine
4-Aminophenol
Codeine-6-glucuronide
Pipecolic acid.3
Di-4-coumaroylputrescine
Di-4-coumaroylputrescine.1
1H-Indole-3-carboxaldehyde.3
Indoleacrylic acid
5-(3-Pyridyl)-2-hydroxytetrahydrofuran
Hexanoylcarnitine
Diaminopimelic Acid
L-Methionine
Osmundalin.1
Lysyl-Threonine
L-Isoleucine.1
Isoleucyl-Valine
NP-016455
Vorinostat.2
keratan sulfate.1
Histamine
Methylpyrazine.1
Lysyl-Serine
Carnosine
Methionine sulfoxide
Acetylcarnosine
3-Dehydroxycarnitine.1
L-Tryptophan
Daidzein.1
Kynurenic acid
6-Methylquinoline
Methylpyrazine
Dimethylglycine
Gamma-Butyrolactone
(R)-N-Methylsalsolinol
Cetrimonium.1
Proline betaine
N6-Acetyl-L-lysine
Alpha-Linolenic acid.1
Betaine.2
Phendimetrazine
PEG n5
(Cyclohexylmethyl)pyrazine
Cetrimonium.2
Betaine.3
ethyl 1-{[1-benzyl-3-(tert-butyl)-1H-pyrazol-5-yl]carbonyl}-4-piperidinecarboxylate
Molindone.1
N-Desmethyl tapentadol.1
N-Methyltryptamine
Betaine
Cetrimonium
Alpha-Linolenic acid
Benzanilide
2,2,6,6-Tetramethyl-4-piperidinol
Glutathione
Molindone
Phenmetrazine
L-Palmitoylcarnitine
p-Cresol
Methylimidazole acetaldehyde
[Similar to: NP-008993]
4-Pyridoxic acid.1
Kynurenic acid.1
L-Tyrosine.1
5-Hydroxykynurenamine.1
Nor-psi-tropine
Linalyl propionate
Linoleamide
Beta-Carboline
2,6-Diisopropyl-3-methylphenol.1
Acetaminophen
Venoterpine
L-1,2,3,4-Tetrahydro-beta-carboline-3-carboxylic acid.1
Acetaminophen.1
13S-hydroxyoctadecadienoic acid
1H-Indole-3-carboxaldehyde
Tocainide
Guanine
2-Hydroxypyridine
Pipecolic acid.2
Trigonelline
Pipecolic acid.1
N-Methyltryptamine.1
Cytosine.2
Uracil
Hypoxanthine
diethyl 2-[(4-benzhydrylpiperidino)methylidene]malonate
Rivastigmine.1
Cytidine monophosphate
Nicotinic acid
Glyceric acid
Cytosine.3
5-({[3-chloro-5-(tri��uoromethyl)-2-pyridyl]methyl}thio)-4-pentyl-4H-1,2,4-triazol-3-ol
L,L-Cyclo(leucylprolyl)
MBZP
(R)-N-Methylsalsolinol.2
1-deoxy-1-(N6-lysino)-D-fructose
4-Ethylphenol
Gerberinol
Harman
Secobarbital
Bendazac
Adenine
N-[(1S)-2-Hydroxy-1-phenethyl)]ethoxycarboxamide
Pentobarbital
(S)-3-Methylthiohexyl hexanoate
1,3,5-Trimethyl-4-[2-(1,3,5-trimethyl-1H-pyrazol-4-yl)diaz-1-enyl]-1H-pyrazole
2-Indolecarboxylic acid.1
5-Phosphoribosylamine
4-Hydroxystyrene.1
Pyridoxal
2-Indolecarboxylic acid
1H-Indole-3-carboxaldehyde.2
4-Pyridoxic acid
2(N)-Methyl-norsalsolinol
Vorinostat.3
3-Hydroxyanthranilic acid
Betaine.4
4-Acetyl-2(3H)-benzoxazolone
8-Hydroxycarteolol
Neurine.2
Neurine
Procaine
Ethopropazine
Palmitoleoyl Ethanolamide.2
L-phenylalanyl-L-proline
Exemestane
9-Azabicyclo[3.3.1]nonan-3-one
3-Hydroxymonoethylglycinexylidide
4-Nitrophenol
Rivastigmine
Trenbolone
5-Fluoropentyl-3-pyridinoylindole
5-Fluoropentyl-3-pyridinoylindole.1
2-(2-��uoro[1,1-biphenyl]-4-yl)-5-methoxy-3-methyl-1H-indole
N1-(4-cyclohexylphenyl)-2-[(4-methylphenyl)thio]acetamide
Adenosine
NP-014175
Procaine.1
Pindolol
2(N)-Methyl-norsalsolinol.1
Methylmalonic acid
Octabenzone
2-Indolecarboxylic acid.2
8-Hydroxycarteolol.1
Clenbuterol
2-Keto-6-acetamidocaproate
Deoxyadenosine
2-Indolecarboxylic acid.3
Triisopropanolamine
Triisopropanolamine.1
1,3-Dimethyluracil
Pyridoxal.1
Methyl palmitate.1
3-Dehydroxycarnitine.2
Eplerenone
(4-Methylphenyl)acetaldehyde
MG(0:0/18:2(9Z,12Z)/0:0)
1-Acetoxy-2-hydroxy-16-heptadecen-4-one
Polyoxyethylene (600) monoricinoleate
MG(18:0/0:0/0:0)
L-(+)-Arginine
[Similar to: 2-Acetamido-N-?-aspartyl-2-deoxyhexopyranosylamine]
DL-Lysine
N6,N6,N6-Trimethyl-L-lysine
Vorinostat.4
keratan sulfate.2
Ornithine
Nicotinamide
Urocanic acid.1
Flurandrenolide
Thiamine
L-Carnitine
[5-(2-thienyl)-3-isoxazolyl]methanol
Niacinamide
Niacinamide.1
L-Isoleucine
(4Z)-4-(2-Amino-5-oxo-1,5-dihydro-4H-imidazol-4-ylidene)-4,5,6,7-tetrahydropyrrolo[2,3-c]azepin-8(1H)-one
Hypoxanthine.1
Nicotinic acid.1
Citrulline.1
Niacinamide.2
Ureidopropionic acid
Tyramine
(3R,5S)-1-pyrroline-3-hydroxy-5-carboxylic Acid.1
N-lactoyl-Leucine
S-Ethyl thioacetate
Apigenin 6-C-glucoside 8-C-arabinoside
5-Hydroxykynurenamine
O-propanoyl-carnitine
Methylimidazole acetaldehyde.1
N3,N4-Dimethyl-L-arginine
L-Histidine.1
1,2,3,4-Tetrahydro-beta-carboline
N-Hydroxy-1-aminonaphthalene
[Similar to: 1,3-dimethyl 2,4-bis(4-hydroxyphenyl)cyclobutane-1,3-dicarboxylate]
[Similar to: 5,7-Dihydroxy-4-(4-methoxyphenyl)-2-chromanone]
Trimethylsilyl heptadecanoic acid
[Similar to: 1-Linoleoyl glycerol]
N-Desmethyltramadol
[Similar to: 3-hydroxy-2-octylpentanedioic acid]
Bilirubin
2-(1-Methyl-1H-pyrrol-2-yl)-3-(3,4,5-trimethoxyphenyl)acrylonitrile
Tetracosahexaenoic acid
Gly-Norvaline
7-(3,5-dimethyl-1H-pyrazol-1-yl)-5-phenyl[1,2,4]triazolo[1,5-a]pyrimidine
N1-imino(phenyl)methyl-3-{[2-oxo-5-(tri��uoromethyl)-1,2-dihydropyridin-1-yl]methyl}benzamide
2-Fluoro-6-(4-methoxyphenoxy)benzonitrile
Cytosine.1
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Guanosine diphosphate
Cysteic acid
Adenosine triphosphate
dGTP
3-Sul��noalanine
Sulfate
Malonic acid
2-Hydroxybutyric acid
3-Hydroxybutyric acid
2-Hydroxyadipic acid
3-Hydroxymethylglutaric acid
2-Aminomuconic acid
N-Acetyl-L-aspartic acid
L-4-Hydroxyglutamate semialdehyde
5-L-Glutamyl-L-alanine
Adenosine monophosphate
2-Ketobutyric acid
Glyceric acid
L-Acetylcarnitine
ADP
L-beta-aspartyl-L-glutamic acid
2-Hydroxyglutarate
Hydroxypropanedioic acid
Ribonic acid
Pantothenic acid
Acetylcysteine
N-Acetylglutamic acid
N-Acetylleucine
N-Acetyl-L-methionine
D-Glucose
Threonic acid
Oxalic acid
L-Lactic acid
Pyruvic acid
4-hydroxyproline
IsoLeucine
Glutamate
Aspartate
2-Propylglutaric acid
2-Methylglutaric acid
Glutaric acid
Butyric acid
Ornithine
Glycerol 3-phosphate
N-Acetylneuraminic acid
Ribose 1-phosphate
D-Glucuronic acid
Uridine
Methylmalonic acid
Succinic acid
D-Mannose 1-phosphate
Phosphocreatine
O-Phosphoethanolamine
Pyridoxal 5-phosphate
L-Aspartic acid
Gluconic acid
D-Glucaric acid
Galactaric acid
Glucaric acid
(2R)-2-Hydroxy-3-(phosphonatooxy)propanoate
2-Phospho-D-glyceric acid
2,3-Diphosphoglyceric acid
Arabinonic acid
Glutathione
D-Sedoheptulose 7-phosphate
Galactose 1-phosphate
D-Ribose 5-phosphate
Pyroglutamic acid
Cytidine monophosphate
Fructose 1-phosphate
Phosphoenolpyruvic acid
Fructose 6-phosphate
Mannose 6-phosphate
Beta-D-Glucose 6-phosphate
N-acetyl-alpha-D-galactosamine 1-phosphate
N-Acetyl-glucosamine 1-phosphate
N-Acetyl-D-Glucosamine 6-Phosphate
Glucose 1-phosphate
Ketoleucine
Homocysteinesul��nic acid
Uric acid
Citric acid
cis-Aconitic acid
Isocitric acid
5-L-Glutamyl-taurine
Fumaric acid
L-Malic acid
Orotidine
Orotic acid
Ureidosuccinic acid
Phosphoric acid
Pyrophosphate
N-Formyl-L-methionine
Gamma Glutamylglutamic acid
Creatine
Tryptophan
Valine
phenylalaine
3-Dehydro-L-gulonate
Galacturonic acid
Creatinine
hypotaurine
Histidine
Tyrosine
Citrulline
Asparagine
Taurine
Succinic acid semialdehyde
Oxoglutaric acid
Glutamine
Carnitine
Lysine
Leucine
Threonine
Alanine
Serine
Proline
Methionine
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Cer(d18:0_23:0)Cer(d18:0_24:0)Cer(d18:0_22:0)TG(16:1_16:1_18:2)PC(18:0_18:1).1LPC(18:2).3LPC(18:2).1LPC(18:2).2LPC(18:2).4LPC(18:2).5TG(18:1_18:2_22:3).1TG(20:0e_18:1_18:1)TG(20:0e_18:1_20:1)TG(20:0e_18:2_20:1)TG(20:0e_16:0_18:2)TG(16:0e_16:0_18:2)TG(18:1_18:1_18:2).2TG(18:0e_16:0_18:2)TG(20:0e_18:2_18:2)TG(18:0e_16:0_18:0)TG(18:0e_18:1_18:2)phSM(t18:1_18:1)LPE(22:5)PG(16:1_18:1)PC(16:0_18:1).2PC(17:0_20:4)PC(17:0_18:1)PC(18:1_22:6)PC(20:1_22:6)TG(19:0_17:1_19:0)TG(18:1_18:1_23:0)TG(26:0_18:2_18:2)TG(18:1_20:3_16:0)PC(18:0_22:6)PC(18:0_20:4)TG(18:1_18:2_22:6).1PC(18:0_18:3)TG(18:1_18:2_22:6)TG(20:2_18:2_18:2).1TG(20:1_18:1_22:6)CmE().1PC(18:0_18:1)PI(18:0_20:2)TG(18:0_16:0_17:0)TG(18:0_16:0_23:0)Cer(d36:1)PC(16:0_22:6).2TG(18:0_16:0_18:1)Hex1Cer(d40:2)TG(16:0_18:1_18:2).2TG(18:1_18:2_18:2).3TG(18:1_18:1_22:4)TG(16:0_18:2_14:0)PC(16:0_20:4).3PC(18:0_18:2).2TG(18:0_18:1_18:0).1TG(20:1_18:2_22:6)PC(18:3_22:6).1PC(18:0_22:4)PC(22:5_20:4)TG(18:1_20:3_22:6)TG(18:0_18:0_24:0)PC(20:3_22:6)PC(20:4_22:6)PE(20:0e_22:5)TG(18:1_18:2_23:0)TG(24:1_18:2_18:2)PE(20:0e_22:4)TG(16:0_18:2_21:0)TG(16:0_18:1_22:0)TG(18:0_16:0_18:0).1TG(16:0_18:1_17:0)TG(18:0_18:0_22:0)TG(16:0_18:3_22:0)TG(18:0_20:4_18:0)TG(18:2_21:1_18:2)TG(18:0_20:0_20:4)TG(18:0_16:0_22:6)TG(18:2_18:2_22:0)TG(19:1_18:2_18:2)TG(18:1_18:1_18:0).1TG(28:1_18:2_22:2)TG(24:0_18:2_18:3)TG(18:2_18:2_24:0)TG(18:1_18:2_24:0)TG(18:0_16:0_21:0)TG(18:1_18:1_24:0)TG(20:1_18:2_24:0)TG(18:0_18:1_22:0)TG(18:0_18:1_20:0)TG(20:0_18:1_20:1)TG(18:1_18:1_24:0).1TG(18:1_18:2_24:1)TG(26:0_18:1_18:2)TG(25:0_18:1_18:2)TG(16:0_18:1_23:0)TG(25:0_16:0_18:1)TG(16:0_20:4_18:0)TG(18:0_20:1_16:0)TG(16:0_18:1_24:0)TG(26:0_16:0_18:1)TG(18:0_18:1_24:0)TG(12:0_18:2_18:2)TG(16:0_12:0_18:2)TG(18:1_18:2_18:3)TG(16:1_22:6_18:2)TG(20:5_18:2_20:4)TG(18:2_22:6_18:2)TG(18:3_17:1_18:2)TG(18:1_18:2_20:4)TG(18:2_18:2_18:2)TG(18:1_18:2_18:2).2TG(18:2_17:1_18:2).1TG(18:2_18:2_20:3)TG(18:1_18:2_20:3)TG(20:5_17:1_18:2)TG(18:3_18:2_18:3)TG(18:2_18:2_18:3)TG(18:1_17:1_20:3)TG(18:1_18:2_20:2)TG(16:0_18:2_18:3)TG(16:1_18:1_18:2)TG(16:0_18:1_18:2).1PC(16:0_18:1)PC(16:0_18:1).1TG(18:1_18:2_18:2)TG(18:1_18:2_18:2).1TG(18:4_16:0_16:1)TG(18:0_18:0_18:2)TG(16:0_18:1_19:0)TG(20:0_18:1_18:1)PI(18:0_20:4)TG(16:0_16:0_22:6)TG(18:2_18:2_23:0)TG(18:0_15:0_16:0)TG(18:1_18:1_16:0).1phSM(t18:1_20:5)TG(18:4_16:0_22:6)TG(18:1_18:1_20:1)LPC(20:5)TG(18:1_17:1_18:2)TG(16:0_16:1_16:0)TG(18:1_18:1_18:2).1TG(18:0_18:1_16:0)TG(19:1_18:1_18:2)TG(18:1_18:2_18:0)TG(20:2_18:2_18:2)TG(18:1_18:2_22:3)TG(18:1_18:2_22:1)TG(22:1_18:2_18:2).2TG(18:3_18:2_18:0)TG(22:1_18:2_18:2)TG(22:1_18:2_18:2).1TG(18:1_18:2_22:0)TG(20:1_18:1_22:4)TG(16:0_16:0_18:2)TG(18:2_17:1_22:6)TG(19:0_18:1_18:2)TG(18:0_18:2_20:4)TG(16:1_18:1_16:0)TG(18:0_16:0_18:0)TG(18:1_18:2_24:0).1TG(18:0_16:0_16:0).1TG(20:1_18:1_18:2)TG(16:0_18:1_18:0)TG(18:2_18:2_20:1)TG(18:0_18:1_17:0)TG(22:0_11:3_24:1)DG(18:1_18:1)TG(18:0_16:0_16:0)TG(16:0_18:2_22:6)TG(16:0_20:4_22:6)TG(18:0_18:1_18:0)TG(22:6_22:6_16:0)TG(18:1_22:6_18:0)TG(18:1_17:1_18:1)TG(16:1_18:2_18:2)TG(16:1_16:1_18:1)TG(16:1_18:2_14:0)TG(16:1_18:2_18:3)DG(16:1e_16:0)TG(16:0_16:0_18:1)TG(18:2_18:2_22:4)TG(19:1_18:1_18:1)TG(15:0_18:1_16:0)TG(17:0_18:1_18:1)TG(16:0_18:1_17:1)TG(18:1_18:1_16:0)TG(18:1_18:1_18:1)TG(19:0_18:1_18:1)TG(18:2_18:2_18:3).1TG(18:1_18:1_18:0)TG(19:1_16:0_18:1)TG(14:0_18:2_22:6)TG(18:1_18:2_15:0)TG(18:2_18:2_17:0)TG(16:0_22:6_18:1)TG(18:2_17:1_18:2)TG(16:0_18:3_22:6)TG(18:0_18:1_20:4)TG(16:1_18:1_18:1)TG(18:1_18:1_18:2)TG(18:2_18:2_15:0)TG(16:1_18:2_18:2).1TG(16:0_20:5_22:6)TG(18:1_14:0_16:0)PC(16:0_20:5)TG(16:0_17:0_18:1)TG(18:1_18:2_20:2).1TG(18:1_18:1_22:6)TG(18:1_20:1_22:5)TG(18:1_18:2_20:1)TG(18:1_18:1_16:0).2TG(16:0_18:1_16:0)DG(16:0e_16:0)TG(20:1_18:1_18:1).1TG(20:1_18:1_18:0)TG(18:1_18:2_17:0)TG(18:1_18:1_17:0)TG(20:1_18:1_22:5)TG(16:0_17:1_18:1)TG(18:1_18:2_22:4)TG(20:1_18:1_22:6).1TG(14:0_18:2_18:3)PC(20:3_20:3)PC(18:0_20:3)TG(16:0_18:2_18:1)LPE(20:5)TG(18:0_16:0_18:3)TG(16:0_18:1_18:2)PC(16:0_18:2)PC(22:4_18:2)SM(d34:1)Hex1Cer(d18:0_22:5)TG(10:0_18:1_18:2)TG(16:0_14:0_16:1)TG(20:0_18:2_22:6)PC(18:2_20:4)TG(22:3_18:2_22:6)TG(19:1_18:1_19:0)LPC(18:0).8TG(16:0_16:0_20:5)TG(18:1_18:2_22:6).2TG(18:4_15:0_22:6)LPC(18:0).7LPC(18:2).7LPC(16:0).2PC(16:0_18:2).1PC(20:2_20:4)SM(d44:6)PC(20:0_20:3)LPC(22:6)PC(20:5_18:2)PC(18:3_22:6)PC(20:3_22:6).1PC(20:4_20:4)PC(18:1_22:4)PC(29:0_14:4)SM(t42:0)LPC(20:3)SM(d44:4)SM(d44:5)SM(t42:3)SM(d43:1)SM(d43:1).1SM(d44:4).1SM(d43:2).1SM(d43:2)SM(d36:0)SM(d40:3).1SM(d44:3)LPC(18:0).4LPC(18:0).3LPC(18:0).1LPC(18:0)LPC(18:0).2PC(16:0_16:0)PC(20:3_20:4)PC(22:6_22:6)TG(26:0_18:1_18:1)PC(20:0_20:4)PC(30:0_10:0)PC(8:1e_12:2)SM(d18:1_18:0)SM(d36:0).1PC(24:1_18:2)PC(18:2_20:4).1PC(18:0_16:0)PC(18:0_22:6).1PI(18:0_20:5)PI(16:0_18:3)PI(16:0_20:3)PEt(36:2e)PI(16:0_20:5)SM(t39:3)TG(18:3_18:2_20:5)PE(18:0e_22:5)PG(18:0_18:2)CerP(t39:1)PC(40:8)PC(16:0_20:3)PC(17:0_20:5)TG(16:0_16:0_15:0)PI(18:3_18:2)SM(d42:1).3PC(18:2_18:2)PI(18:2_18:2)LPE(18:3)LPE(18:2)Hex1Cer(t18:0_24:0+O)PE(8:1e_10:1)LPE(18:1)PI(18:0_22:5)PC(24:0_18:2)ST(t38:5)PC(18:2_23:0)TG(15:0_18:1D7_15:0)PI(18:0_20:3).1PC(19:1_20:4)TG(20:1_22:6_22:6)TG(18:1_22:6_22:5)PC(22:3_18:2)PC(20:3_21:0)PI(18:0_22:5).1LPI(18:2)Hex1Cer(m22:0_20:4)LPI(20:4)LPA(18:2)PE(18:0e_22:4)PC(20:3_21:1)SM(d37:2)SM(d18:1_20:0)PG(22:6_22:6)SM(d40:2)SM(d42:5)SM(d17:1_24:0)SM(d17:0_23:1)SM(d43:5)SM(d20:0_22:2)SM(d42:2)SM(d42:0)SM(d41:0)SM(d42:1)SM(d43:4)SM(d41:4)SM(d39:1)SM(d43:3)LPC(17:1)LPC(18:3e)LPC(18:1)Hex1Cer(t36:1+2O)SM(d44:2)SM(d40:0)SM(d19:0_23:2)PC(18:0_20:4).1Hex1Cer(d42:2)SM(d42:1).4Hex1Cer(d42:1)PE(18:2e_22:6)ChE(20:2).1SM(d42:3)Cer(d18:0_24:1)PC(15:0_18:2).1Hex1Cer(d20:2_22:6)LPC(15:0)Cer(t18:0_24:1)PI(18:0e_20:4)PIP2(18:0_17:0)PC(16:0_22:6)PE(18:1_18:2)PIP2(16:0e_18:0)PI(16:0_20:4)PIP2(35:2e)PC(16:0_20:3).1PC(16:0_14:0)PC(18:3_22:6).2TG(16:0_14:0_18:2)Cer(d18:1_24:0+O)PE(18:1p_18:2)Hex1Cer(t18:0_16:0+O)PE(16:0p_18:2)Cer(d37:0)MG(18:0)MG(18:2)SM(t39:4)TG(18:0_8:0_10:0)TG(18:0_6:0_12:0)DG(18:0_20:0)DG(16:0_18:0)DG(18:0_17:0)WE(6:0_16:3)Cer(d40:0)Hex1Cer(t18:0_24:1)SM(d36:3)phSM(t18:1_20:4)AcCa(16:1)AcCa(20:4)AcCa(18:3)PC(16:1_20:4)PE(16:1e_22:4)PC(18:1e_18:2)AcCa(12:0)AcCa(12:2)AcCa(12:1)phSM(d20:0_22:6)AcCa(18:1)PC(16:0e_20:4).1AcCa(14:2)AcCa(14:1)AcCa(14:0)AcCa(18:2)PC(16:1e_22:4)PC(18:2e_22:4)Hex1Cer(t34:1)PC(15:0_16:0)PE(16:1e_22:5)TG(15:0_18:2_16:0)PI(16:0e_22:6)PC(22:5_18:2)PE(18:1e_18:1)PC(16:0_16:0).1PE(18:1e_18:2)PE(18:0e_18:1)PE(18:0p_18:2)PE(18:0e_18:2)PE(16:1e_18:2)PE(20:0p_18:2)SM(t34:0)PE(20:0e_18:2)PC(20:0e_18:2)AcCa(16:0)PC(18:0e_18:2)AcCa(18:0)PC(16:1e_18:2)Hex1Cer(t41:0+O)PC(20:0e_18:1)Hex1Cer(t40:0+O)Hex1Cer(t40:0)Hex1Cer(t18:0_24:0)PC(16:0e_18:2)Hex1Cer(t18:0_20:4)SM(d17:0_17:0)PS(18:1D7_15:0)Hex1Cer(t42:1+O)TG(20:0_14:1_15:0)PG(18:1D7_15:0)PI(18:1D7_15:0)phSM(t18:0_18:2)ChE(18:1D7)LPC(18:1D7)PE(18:1D7_15:0)LPE(18:1D7)ChE(19:2)PIP2(37:2e)SM(d36:2D9)PC(18:1D7_15:0)LPC(35:0)DG(18:0_18:0)PIP2(16:0_17:0)DG(16:0_16:0)LPC(35:1)Cer(d41:0+O)Cer(t18:0_23:0)Cer(t18:0_22:0)Cer(t18:0_24:0)phSM(t18:1_18:2)PE(18:2e_18:2).1PE(18:2_18:2)PE(16:0_18:2)PE(18:1_18:1)PE(18:1_18:2).1PS(18:2_18:2)TG(18:0_18:0_18:0).1PE(18:0_18:1)PC(15:0_18:2)PE(18:0_18:2)PI(16:0_18:3).1PI(17:0_18:2)PC(17:0_20:5).1PI(17:0_20:4)Cer(d35:0)Cer(d33:0)PIP(18:0_17:0)PI(18:0_22:5).2LPC(18:3).1PI(18:0_18:1)SPH(t17:0)PI(18:0e_18:2)PI(18:0_18:2)PI(18:0_20:4).3PI(18:0_20:2).1PI(18:1_18:1)PI(20:0_20:4)PI(16:0_18:1)PI(16:0_18:2)PI(19:0_18:2)PC(18:1_18:1)Hex1Cer(m20:0_20:4)PI(16:0_22:6)LPC(20:0)LPC(23:0)LPC(14:0)PC(25:0_17:1)PE(20:0e_18:1)LPE(16:0)PC(19:0_18:1)PC(19:1_18:2)SM(t18:0_24:2)SM(t42:2)PC(24:1_18:3)LPC(22:6).1LPC(22:4)SM(d44:5).1CerG3GNAc2(d34:1)PC(20:2e_22:3)SM(t42:3).1SM(d42:6).1PC(18:1e_22:5)SM(d44:6).2SM(d42:6)SM(d40:7)SM(d42:1).1SM(d42:3).1SM(d41:3)SM(d44:6).1PC(16:1e_18:1)PC(16:0e_20:3)SM(d42:4).1ChE(18:2)ChE(20:2)WE(47:7)LPC(19:0)LPC(19:0).1LPC(17:0)LPC(16:2e)LPC(16:0).1LPC(18:0).6LPC(18:0).5LPC(18:2e)SM(d44:5).2LPC(20:2)SM(d43:3).1SM(d41:1)PC(18:4_18:1)PC(20:4_20:4).1SM(d44:7)TG(18:0_10:4_22:6)PI(18:1_22:6)PI(18:1_18:2)PC(18:1_20:5)PC(20:1e_22:6)SM(t42:4)SM(d42:1).2SM(d44:4).2LPC(18:2).6CerP(d42:4)PS(18:0_22:4)PE(18:2e_18:2)PE(18:1e_22:6).1PE(18:1e_20:4)PC(17:1_22:6)PA(18:1D7_15:0)SM(t42:7)PE(16:0p_22:4)PC(17:0_22:6)PC(16:0_17:0)PE(18:2e_20:4).1LPI(18:0)PI(18:0_20:4).2PE(16:1e_18:1)LPC(20:0).1LPC(22:4).1PC(16:0e_22:4)PC(18:3e_22:1)PC(18:1e_22:4)PC(18:1e_22:6)PC(18:1e_20:4).1PC(18:2e_22:6).1SM(d44:7).1SM(t40:7)PC(16:1e_20:4)PC(16:1e_22:6).1SM(t33:1)CerG2GNAc1(d32:1)PE(18:1p_22:6)PE(18:2e_22:6).1SM(t32:1)SM(d35:1)LPC(20:0e)LPC(18:1e).1PC(16:1e_22:6)LPC(16:1e)LPC(18:1e)LPC(16:0e)LPC(18:0e)PE(20:1e_22:6)PE(20:0p_22:6)PE(18:0p_22:6)PE(16:0p_22:6)ChE(16:0)PE(20:0p_20:4)PE(18:0e_20:4)PE(20:0e_20:4)Hex1Cer(d18:1_24:0)PC(16:1e_16:0)PC(18:2e_20:3)SM(t36:2)SM(d36:2)PE(18:1p_20:4)PE(18:0p_20:4)PE(16:0p_20:4)PC(18:2e_20:4)PC(18:0e_20:4)PC(16:0e_20:4)PE(18:1e_20:4).1SM(d18:1_16:0)PC(18:1e_16:0)Hex1Cer(d43:1)SM(t34:1)SM(t36:4)PC(18:0e_22:6)PC(18:1e_20:4)PC(18:2e_22:6)PC(20:0e_20:4)PC(16:0e_22:6)PC(16:0e_16:0)SM(d36:4)SM(d38:4)PE(20:1e_18:2)SM(t40:6)PE(20:1e_20:4)PE(20:2e_22:6)PC(20:1e_20:4)PE(16:1e_22:6)PC(18:1e_22:6).1ChE(18:1)WE(47:9)LPC(20:1)LPC(22:0).1LPC(18:3)LPC(24:0)LPC(24:0).1SM(d43:5).1SM(d42:5).1SM(d19:0_21:2)SM(d41:2)SM(d43:3).2SM(d20:1_24:1)PE(16:1e_20:4)SM(t34:2)LPC(19:1)SM(d38:2).1SM(d34:4)SM(d18:1_14:0)SM(d38:5)SM(d40:4)SM(d33:1)LPC(22:1)LPE(18:0).1LPC(24:1)SM(d34:2).1LPC(22:0)SM(d36:5).1SM(d35:4)LPE(18:0)LPC(24:2)PI(18:1_20:5).1LPC(20:4).1LPC(16:1)SM(d42:4)SM(d38:2)SM(d40:3)SM(d42:7)SM(d40:4).1PI(20:2_20:4)PC(18:1_22:0)SM(t40:5)PC(20:0e_22:6)SM(d42:5).2SM(d42:6).2PC(18:0_18:2).3PC(18:1_18:1).1PC(18:0_18:2).4ChE(16:1)PC(16:0_20:4)TG(16:0_16:0_14:0)TG(16:0_16:0_16:0)PC(16:0_18:3)PE(18:0_20:3)TG(16:0e_18:1_18:2)PE(18:0_22:6)Hex1Cer(d14:0_22:6)PE(16:0_22:6)TG(16:0_18:2_24:0)TG(18:0_18:0_18:0)PC(22:4_20:4)LPE(20:3)LPE(22:6)PI(18:1_20:5)LPE(20:4)PC(42:7)PC(19:1_22:6)PC(20:4_22:6).1PC(20:0_22:6)PI(18:0_22:4)PC(17:0_20:4).1PC(16:0_18:3).1PC(16:0_22:6).1PC(16:0_20:4).1PE(18:1_22:6)LPC(18:4)PI(16:1_20:4)WE(27:5_18:4)PC(18:2_22:6)PC(16:0_20:4).2PE(16:0_22:5)PE(18:0_20:4)PE(16:0_20:4)PS(18:2_20:4)PC(22:4_20:4).1PC(18:2_18:2).1PE(18:0p_22:4)PC(22:2_20:4)LPC(20:4)PC(17:1_20:4)PC(15:0_20:4)PC(15:0_20:4).1phSM(t18:1_24:4)PS(20:4_20:4)PS(16:0_20:4)PE(16:0_22:4)PI(16:1_18:2)PS(20:4_22:6)PS(20:4_20:4).1PS(18:1_20:4)PS(20:3_20:4)PS(18:0_20:4)Hex1Cer(d19:0_22:6)PE(18:2_20:4)PE(20:4_22:6)PE(20:4_20:4)PS(22:6_22:6)PE(16:0_18:1)PC(18:1_20:4).1PE(18:1_20:4)PE(16:1_20:4)PC(18:1_18:2)Cer(d18:1_16:0)PC(22:2_22:6)LPC(22:5).1PI(18:1_20:4)PIP2(37:3e)SM(d42:7).1SM(d42:6).3TG(18:0_16:0_20:0)PE(18:1e_22:4)TG(28:0_18:2_18:2)PC(17:0_18:2)PC(16:0_16:1)PC(16:1_22:6)PC(18:1_20:4)PC(16:1_18:3)PC(15:0_18:1)PC(14:0_20:4)PC(17:0_18:1).1TG(18:2_18:2_18:1)DG(16:0_18:2)TG(18:3_18:3_16:0)DG(18:2_18:2)DG(18:1_18:2)TG(22:5_18:2_22:6)TG(22:4_18:2_18:2)TG(16:0_14:2_18:2)TG(18:2_18:2_20:4)TG(18:2_20:4_22:6)LPC(22:5)TG(18:4_18:2_20:5)TG(18:4_18:2_22:6)TG(18:2_18:2_22:5)TG(20:5_18:2_22:6)TG(22:5_20:4_22:6)phSM(d41:6)WE(49:11)ChE(20:3).1PC(18:3e_16:0)ChE(18:3)ChE(22:6)ChE(20:4)ChE(22:5)SiE(20:4)SiE().1CmE(18:2)CmE().2SiE()CmE(20:4)CmE().3CmE()CmE(22:6)TG(22:5_18:2_22:6).1TG(22:6_22:6_22:6)SPHP(d18:1)TG(18:2_22:6_22:6)TG(20:4_22:6_22:6)PE(18:1e_22:6)TG(18:1_20:3_22:6).1Hex1Cer(d40:1+O)Hex1Cer(d16:0_22:6)Cer(d38:0)Hex1Cer(d18:1_24:2)Hex1Cer(d18:1_23:0)Hex1Cer(d42:5)Hex1Cer(d18:1_16:0)Hex1Cer(d18:1_20:0)Hex1Cer(d18:1_22:0)PE(20:1p_20:4)PE(20:0e_22:6)PC(18:0_20:2)PE(18:2e_20:4)PEt(31:1_11:4)SM(d36:5)SM(d34:2)TG(22:6_22:6_18:1)TG(18:1_18:2_22:4).1TG(18:1_18:2_22:5)TG(18:1_22:5_22:6)PC(18:0_20:1)Hex1Cer(d41:2).1phSM(d39:5)SM(t42:6)Hex1Cer(d40:2).1PC(16:0_22:6).3PC(16:0_18:2).2PC(17:1_18:2)Hex1Cer(m46:5)TG(18:1_18:1_20:4)Hex1Cer(d18:1_24:1)Hex1Cer(d41:2)PC(18:0_18:2).1TG(18:1_20:2_22:6)TG(20:1_20:2_20:5)TG(16:0_18:2_16:0)Co(Q9)TG(20:1_18:1_18:1)SiE(18:2)LPC(18:2)LPC(16:0)PC(18:0_18:2)TG(18:0_18:3_22:6)ChE(20:5)ChE(20:3)TG(18:1_18:1_18:2).3PC(18:0_18:0)Hex1Cer(d18:1_18:0)PC(18:1_22:5)PI(18:0_20:4).1PC(29:1_11:4)TG(18:2_18:2_16:0)TG(18:0_18:1_18:1)TG(18:1_18:1_18:1).1TG(15:0_18:2_20:5)PI(18:0_22:6)LPS(20:4)PI(18:0_20:3)
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Supplemental Figure 4. (A) The hematopoietic system of mice recover at different rates after stopping 
VNAM treatment. (B) Table of metabolites of interest from fecal metabolomics screen. Fold change of non-
leukopenic mice relative to leukopenic mice. (C) Heatmaps of IC-MS, HILC, and Lipidomics data from fecal 
metabolomics visualized using ClustVis. (D) Table of metabolites of interest from seruml metabolomics 
screen. Fold change of non-leukopenic mice relative to leukopenic mice. (E) Heatmaps of IC-MS/HILIC and 
Lipidomics data from serum metabolomics visualized using ClustVis. Results are (A) representative of 3 
independent experiments or (B-E) from 1 independent experiment. 
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