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Figure 1. Characterization of metastatic PDX models. (a) BC3_A2 was labeled with bioluminescent and fluorescent markers and implanted in mouse 
mammary fat pads; metastases were observed in clinically-relevant sites. (b) BC3_A2 sheds circulating tumor cells (CTCs) which are detected with FACS for the 
mCherry reporter. (c) BC3_A2 lung metastases were passaged to mammary fat pads of recipient mice to enrich for metastatic subpopulations. (d) In vivo passaging 
enriches for metastasis to multiple sites. Mammary tumor growth is unaffected by in vivo passaging. Photon flux is normalized to time of euthanasia for each mouse. 
(e and f) Additional metastatic PDX models are being characterized. WU-BC3 and PIM001-P PDXs were both derived from breast tumors that were metastatic in the 
patient. 
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Figure 1. Characterization of metastatic PDX models. (a) BC3_A2 was labeled with bioluminescent and fluorescent markers and implanted in mouse 
mammary fat pads; metastases were observed in clinically-relevant sites. (b) BC3_A2 sheds circulating tumor cells (CTCs) which are detected with FACS for the 
mCherry reporter. (c) BC3_A2 lung metastases were passaged to mammary fat pads of recipient mice to enrich for metastatic subpopulations. (d) In vivo passaging 
enriches for metastasis to multiple sites. Mammary tumor growth is unaffected by in vivo passaging. Photon flux is normalized to time of euthanasia for each mouse. 
(e and f) Additional metastatic PDX models are being characterized. WU-BC3 and PIM001-P PDXs were both derived from breast tumors that were metastatic in the 
patient. 
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Supplementary Figure 9. Uncropped Western blots. Corresponding figures are indicated, and 
molecular weight markers are shown. 
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