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FIG. 1. *

Fig S1. Vortex propagation seen. The vortex formed in cell velocities when cells are

confined to a ring structure propagates in space and time as shown. The color of the cell

represents the myosin content. Few cells at the borders have higher myosin content than the

rest.
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FIG. 2. *

Fig S2. Cell velocity at the inner and outer ring boundaries without signaling.

Mean circumferential velocity (n = 4, N = 300)at the inner (red) and outer (blue) boundaries

plotted as function of time. Positive velocities represent counter clock wise rotation and

negative velocities represent clockwise rotation. Counter rotation at the ring boundaries is not

seen.

Supplementary Movie

SM1: Myosin content in streaming cells shows wave like patterns over time
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