A. Interchromosomal Rearrangement

Chicken Ensembl Chicken Chicken Gene Chicken Gene  Human Ensembl  Human Human Gene Human Gene
Gene Name Gene ID Chr Start (bp) End (bp) Gene ID Chr Start (bp) End (bp)
TRABD2A  ENSGALG00000015337 4 51,788,745 52,080,838 ENSG00000186854 2 85,048,774 85,134,132
MAT2A ENSGALG00000015366 4 53,262,872 53,287,724 ENSG00000168906 2 85,766,288 85,772,403
RNF181 ENSG00000168894 2 85,822,848 85,824,704
TMEM150A ENSG00000168890 2 85,825,671 85,829,821
ATOHS8 ENSGALGO00000020110 4 88,543,366 88,543,635 ENSG00000168874 2 T 85978467 86,015,189
IMMT ENSGALG00000015783 4 88,714,416 88,727,264 ENSG00000132305 2 86,371,055 86,422,893
REEP1 ENSGALG00000015786 4 88,752,157 88,768,328 ENSG00000068615 2 86,441,116 86,565,206
B. Intrachromosomal Rearrangement

Chicken Ensembl Chicken Chicken Gene Chicken Gene  Human Ensembl  Human Human Gene Human Gene
Gene Name Gene ID Chr Start (bp) End (bp) Gene ID Chr Start (bp) End (bp)
RNPS1 ENSGALG00000009288 14 14,582,361 14,588,230 ENSG00000205937 16 2,303,117 2,318,413
NTN3 ENSGALG00000009208 14 14,766,050 14,782,217 ENSG00000162068 16 2,521,500 2,524,146
PDPK1 ENSGALG00000006418 14 7,390,284 7,420,767 ENSG00000140992 16 2,587,965 2,653,189
KCTD5 ENSGALG00000006423 14 7,420,918 7,445,316 ENSG00000167977 16 2,732,476 2,759,031
CCDC64B ENSG00000162069 16 3077683 3,086,927
MMP25 ENSG00000008516 16 3096682 3,110,727
TRAP1 ENSGALG00000007686 14 13,176,992 13,195,178 ENSG00000126602 16 3,701,640 3,767,598
CREBBP ENSGALG00000007762 14 13,198,040 13,266,202 ENSG00000005339 16 3 3,7750585 3,930,727
MGRN1 ENSGALG00000007616 14 13,016,046 13,094,671 ENSG00000102858 16 4,666,494 4,740,975
ANKS3 ENSGALG00000000643 14 13,552,792 13,573,785 ENSG00000168096 16 4,746,513 4,784,379
C. Intrachromosomal Rearrangement

Chicken Ensembl Chicken Chicken Gene Chicken Gene Human Ensembl  Human Human Gene Human Gene

Gene Name Gene ID Chr Start (bp) End (bp) Gene ID Chr Start (bp) End (bp)

VMA21 ENSGALG00000009065 4 17,648,229 17,653,101 ENSG00000160131 X 150,564,987 150,577,836
PRRG3 ENSGALG00000007290 4 11,020,781 11,022,731 ENSG00000130032 X 150,863,596 150,874,396
GABRA3 ENSGALG00000007269 4 10,844,309 10,892,925 ENSG00000011677 X 151,334,706 151,620,337
ZNF185 ENSGALG00000007488 4 11,312,405 11,338,388 ENSG00000147394 X 152,082,986 152,142,025

DKC1 ENSGALGO00000005054 4 2,098,487
MPP1 ENSGALG00000005071 4 2,107,568
F8 ENSGALGO00000005077 4 2,126,164
FUNDC2 ENSGALG00000005381 4 2,151,835
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