S15A Fig.

Activated Gene Sets, (71 total)

Inhibited Gene Sets, (519 total)
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S15C

Fig.

E. coli 83972, 48h, all patients

Activated Gene Sets, (124 total)

Inhibited Gene Sets, (10 total)
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S15D Fig.

Activated Gene Sets, (361 total)

Inhibited Gene Sets, (400 total)

E. coli 83972, 1w, all patients
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S15E Fig.

Activated Gene Sets, (435 total)

Inhibited Gene Sets, (240 total)

Envichment score (5

E. coli 83972fim, 3h, all patients
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E. coli 83972fim,

24h, all patients

Activated Gene Sets, (290 total)

Inhibited Gene Sets, (53 total)
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Fig.

E. coli 83972fim,

48h, all patients

Activated Gene Sets, (912 total)

Inhibited Gene Sets, (408 total)
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Activated Gene Sets, (264 total)
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