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Supplementary Figure 4: Overexpression of TREM-2 lowers C1qc levels 

 

  

C1qc basal levels were determined in GFP control or TREM-2 over expressing RAW 264.7 mac-

rophages using RT-PCR. Data are presented as mean ± SEM and are representative of two 

independent experiments, *** indicates p < 0.001.


