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Supplementary	Figure	2:	WGCNA	derived	modules	of	gene	expression.	(A)	Summary	network	indices	(y-axes)	as	functions	of	
the	soft	thresholding	power	(x-axes).	Numbers	in	the	plots	indicate	the	corresponding	soft	thresholding	powers.	The	plots	
indicate	that	approximate	scale-free	topology	is	attained	around	the	soft-thresholding	power	of	14.		(B)	Gene	dendrogram
obtained by clustering the dissimilarity based on	consensus Topological Overlap.	The	two color rows show the preliminary
(unmerged)	and the final,	merged module assignments.		(C)	Correlation among module eigen	values and alcohol related
traits.	Values	in	the parenthesis are the p	values associated with correlation coeficient.	
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