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Figure S10: A view of PARP1 correlative binding with several gene regulatory features. PARP1 chromatin features in MCF7 cells, 

are displayed for a 30 kb region in the AAAS and SP7 locus from UCSC gene annotations. Shown also are total nucleosomes (MNase-

seq) from MCF7 cells, used as input. Checkered boxes indicate nucleosomal regions not bound by PARP1. The PARP1-nucleosome- 

binding sites are shown (1); the gene structure of the genes with this region are shown (2); green bars indicate the CpG islands; 3. Also 

shown are the DNase hypersensitive sites (4); blue bars show regulatory regions and lastly (6) known CTCF sites.  




